Source/Description: A human genomic Alul fragment was cloned into mplO and selected by hybridization to poly(dC-dA) • (dGdT). The cloned fragment was designated Mfd32. Sequencing of Mfd32 provided the information necessary for polymerase chain reaction primer synthesis. The clone length was 143 bp, and the predicted length of the amplified fragment was 104 bp.
Primer Sequences: AGCTAGAT1IT1ACTTCTCTG (CA strand); CTGGTTGTACATGCCTGAC (GT strand). Chromosomal Localization: Assigned to chromosome 18 using DNA templates isolated from panels of somatic cell hybrids.
Frequency: Estimated from 106 chromosomes of unrelated CEPH family grandparents (Caucasians
Mendelian Inheritance: Co-dominant segregation was observed in 15 two generation families.
Other Comments: Conditions for the amplification reactions were as described in the reference except that samples were processed through 27 temperature cycles consisting of 1 min at 94°, 2 min at 55° and 1 min at 72°. Sizes of the alleles were determined by comparison to mp8 DNA sequencing ladders and were the averages of the sizes of the GT-strand and CA-strand bands. The dinucleotide repeat sequence in Mfd32 was of the form (AC) 12A. The sequence of Mfd32 has been submitted to GenBank.
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Southern blot of genomic DNA digested with EcoRI and hybridized with 32 P CD2 cDNA probe (A). Lanes 1 -5, unrelated individuals (B). Lane 1 and 2 mother and daughter positive for the 42 kb allele.
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